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<110> 



LEE, SANG KYOU 



<120> BIOMOLECULE TRANSDUCTION MOTIF SIM-2-BTM AND THE USE THEREOF 

<13 0> PN-2 2 8 67-PCT 

<140> 10501964 

<141> 2005-05-19 

<15 0> KR-1 0-2 0 02 -0 0 0 31 8 4 

<151> 2002-01-19 

<160> 21 

<170> Kopatentln 1.71 

<210> 1 

<211> 9 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Biomolecule transduction motif 

<400> 1 

Ala Lys Ala Ala Arg Gin Ala Ala Arg 

1 5 



<210> 2 

<211> 66 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> 5' primer for Sim-2 

<220> 

<221> misc_feature 

<222> (4) . . (9) 

<223> BamHI site 

<400> 2 

cgcggatccg ccaaagccgc ccgccaggcc gcccggtcta gagatcccgt cgttttacaa 
cgtgac 



<210> 3 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<220> 



<223> 



3 ' primer for beta-gal 



<220> 

<221> mi sc_f eature 

<222> (3) . . (8) 

<223> Bglll site 



<400> 3 

gaagatcttt atttttgaca ccagac 2 6 



<210> 4 

<211> 75 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> 5' primer for tat 



<220> 

<221> misc_feature 
<222> (4) . . (9) 

<223> BamHI site 



<400> 4 

cgcggatcct atggaaggaa gaagaagcgg agacaaagac gacgatctag agatcccgtc 60 
gttttacaac gtgac 75 



<210> 5 

<211> 18 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> 3' primer for eGFP 



<220> 

<221> misc_feature 

<222> (4) . . (8) 

<223> Bglll site 



<400> 5 

gaagatcttt tacttgta 18 



<210> 6 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 



5' primer for B7 . 1 



<220> 

<221> mi sc_f eature 

<222> (4) . . (9) 

<223> BamHI site 



<400> 6 

cgcggatccg gccacaca 18 



<210> 7 

<211> 18 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> 3' primer for B7 . 1 



<220> 

<221> misc_feature 

<222> (3) . . (8) 

<223> Bglll site 



<400> 7 

gaagatcttt acagggcg 18 



<210> 8 

<211> 21 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> 5' primer for Gal4 



<220> 

<221> misc_feature 

<222> (4) . . (9) 

<223> Xbal site 



<400> 8 

cgctctagaa agctactgtc t 21 



<210> 9 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> 3' primer for Gal4 

<220> 

<221> mi sc_f eature 

<222> (4) . . (9) 

<223> Hindlll site 

<400> 9 

cccaagcttc ggcgatacag t 21 

<210> 10 
<211> 119 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Gal4 binding sequence 

<400> 10 

ctcgaggaca gtactccgct cggaggacag tactccgatc cgtcgactct agagggtata 60 
taatgcgcca gctcgaattc atcagcttgg cgagattttc aggagctaag gaagctaaa 119 



<210> 11 

<211> 45 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> N terminal of BamhI-Sim-2-B7 



<220> 

<221> misc_feature 

<222> (4) . . (9) 

<223> BamHI site 

<400> 11 

cgcggatccg ccaaagccgc ccgccaggcc gcccggggcc acaca 4 5 

<210> 12 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> C terminal of Bglll and B7 



<220> 

<221> misc_f eature 

<222> (3) . . (8) 

<223> Bglll site 



<400> 12 
gaagatcttt acagggcg 



<210> 13 

<211> 81 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> 5' primer for Sim2-AlA2 



<220> 

<221> mi sc_f eature 

<222> (4) . . (9) 

<223> BamHI site 



<400> 13 

cgcggatccg ccaaagccgc ccgccaggcc gcccgggggt ctagattcct gagagtgaag 60 
ttcagcagga gcgcagagcc c 81 



<210> 14 

<211> 72 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> 3' primer for Sim-2-AlA2 



<220> 

<221> misc_feature 

<222> (4) . . (9) 

<223> Bglll site 



<400> 14 

cccaagcttc ttgtcatagt cgtccttgta gtcgcggccg ccgcgagggg gcagggcctg 60 
catgtgaagg gc 72 



<210> 15 

<211> 69 

<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 



5' primer for Sim-2-CTLA4 



<220> 

<221> mi sc_f eature 

<222> (4) . . (9) 

<223> BamHI site 



<400> 15 

cgcggatccg ccaaagccgc ccgccaggcc gcccgggggt ctagaaaaat gctaaagaaa 60 
agaagccct 6 9 



<210> 16 

<211> 72 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> 3' primer for Sim-2-CTLA4 



<220> 

<221> misc_feature 

<222> (4) . . (9) 

<223> Bglll site 



<400> 16 

cccaagcttc ttgtcatagt cgtccttgta gtcgcggccg ccattgatgg gaataaaata 60 
aggctgaaat tg 72 



<210> 17 

<211> 67 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 5' primer for Sim-2-insulin 



<220> 

<221> misc_feature 

<222> (4) . . (9) 

<223> BamHI site 



<400> 17 

cgcggatccg ccaaagccgc ccgccaggcc gcccgggggc agggttccag ggtggctgga 60 



ccccagg 



67 



<210> 18 

<211> 77 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> 3' primer for Sim-2-insulin 



<220> 

<221> misc_feature 

<222> (4) . . (9) 

<223> Bglll site 



<400> 18 

cccaagcttc ttgtcatagt cgtccttgta gtcgcggccg cgctggttca agggctttat 60 
tccatctctc tcggtgc 77 



<210> 19 

<211> 5 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> enterokinase cleavage site 



<400> 19 
Asp Asp Asp Asp Lys 
1 5 



<210> 20 

<211> 7 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> tev cleavage site 



<400> 20 

Glu Asn Leu Tyr Phe Gin Gly 
1 5 



<210> 21 

<211> 11 

<212> PRT 

<213> Artificial Sequence 



<220> 



<223> Partial amino acid sequence of Tat protein of HIV-1 

<400> 21 

Tyr Gly Arg Lys Lys Arg Arg Gin Arg Arg Arg 
15 10 



